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Methane emission and abatement strategy in animal husbandry
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Abstract Animal husbandry significantly contributes to anthropogenic emissions of methane. In this paper, we analyzed current
situation and development trend of livestock industry in China and its effect on methane emission, methane formation and structural
characteristics, as well as methanogen diversity. Effective mitigation can be achieved via. 1) diet and breed improvement which en-
hances herd productivity and reduces per livestock methane emission; 2) regulation of per livestock rumen microbial flora and reduc-
tion of methanogen and methane emission; 3) use of models of manure disposal that abate methane emission into the atmosphere.
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Fig. 1 The chart of methanogenesis and H; utilization in rumen

VFA H, Ruminococcus flavefaciens, Rumino-
coccus albus, Prevotella, Selenomonas ruminantium and fungi hydro-
lyze carbohydrate to VFA and Hy;

Ha
48% Methanobacterium, Methanomicrobium, Methanobrevibacter and
Methanosarcina remove 48% H; for synthesis of methane;
, H, VFA, H,
33% Vibrio succinogens, Megasphaera elsdenii, Eubacterium,
etc. utilize 33% H; for VFA production;
, H, 12% Microbial growth and microbial protein
synthesis, utilizing 12% Hy;

(PUFA), H, 1%~2% Butyrivibrio
fibrisovens and some Ruminococcus albus biohydrogenate fatty acid
with 1%~2% Hy; H, , Ha
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